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[ E] HH FEIIPR LocRNA PVTL BT SRR LR 40 (LECs ) - 4E 40 (9 7E X nT REAO 43 F 0L . 7k WEEHT
fof IR PR TSI ARAS , (L FEATZE T PR (ASC) FARMRFMEFRIE G IR 9 B, RS 5R SRA0L/04 4ifilL, 740 has 40 \TGFR2 41 .
si-control £ .si-PVT1 41 .si-PVT1 + miR-NC 41 .si-PVT1 + miR-124-inhibitor £ , [R2S FAZHAb, HAx 4 dIAERG YA F 9 )5 , B 5 ngemL ™'
TGFE2 {1 H 48 h, HEHLAIL AN RNA FEE1 7G5 4307 0 I FH S22 6 a2 B PCR IR A I 41 4URE AR s 41 T LneRNA PVTI
miR-124 &3k, RS EE MRS R G RNA 454 8 4 50 3L T05E (RIP) 343 H1 LncRNA PVT1 miR-124  Jagged-1 2 [i] (1) # i1
FZ o Western blot A 45 2H ZM i Jagged-1 . Notch-1 Notch-2 Notch-3 \Snail ,Slug . £ 45 [ (FN) IV B i J7 8K 1 (Col V) WLBhE
Fl o (a-SMA) SFEFRIL . R LncRNA PVTL £ ASC IR i 2 41 ZUE TCFB, 2 SRA01/04 4R fifg ik i, [Rlif miR-124 3
KIKFBEAR (P <0.05) , H LncRNA PVT1 5 miR-124 k7K 71 2 A et (P <0.05) . 525 FI4UHI e, TGFR2 41 il si-control 41
FN . a-SMA ,Col IV ,Snail ,Slug 75 [ %k [ ; 5 TGFB2 41 Ml si-control 4 Hb4s, si-PVT1 41 A1 si-PVT1 + miR-NC 41 iR E (A Ek TH,
{H si-PVT1 + miR-124-inhibitor £H AT 300 %% si-PVT1 XF FiR R FREW T IREM (P <0.05) , BESOGREGHRE RS RIP 3541 B 45 5%
7%, LncRNA PVTI 533 “ ¥ 45 W [ miR-124 | £ 1835 miR-124 (3536, 525 (4040 t, TGFR2 4 Jagged-1 ., Notch-1 , Notch-2
Notch-3 ZEH F A B3 ;5 TCFR2 41l si-control 4] H %5, si-PVTL 4 Jagged-1 ., Notch-1 , Notch-2  Notch-3 5 [ F ik T ¥, [A] i
$i-PVT1 + miR-124-inhibitor 41 A 6% si-PVTI xﬁLtEE%@LE‘JTW’EﬁH(F <0.05), #5it TGF2 @it —#h LncRNA PVTI {3
BT 5 LECs &4 b R — S 4% 4k, LML T AB & LoncRNA PVTL 3@ 3o W5 4 W Bt miR-124 G PR 15 FE 385k, #E M5 5 °F UiF
Jagged-1/Notch {5518 B0 .
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Molecular mechanism of LncRNA PVT1/miR-124 axis inhibiting lens fibrosis by targeting Jagged-1/Notch pathway
WANG Tao' ,ZHANG Zhen-hua®, CHEN Wen-bing’ , LIU Jian-jun' ,ZHANG Cai-xia’, LYU Jia-hua® (1. Department of
Ophthalmology , Suzhou Science and Technology City Hospital Affiliated to Nanjing Medical University, Suzhou Jiangsu 215153, China;
2. Department of Ophthalmology , Suzhou Ophthalmology and Otolaryngology Hospital , Suzhou Jiangsu 215006, China;3. Department of Oph-
thalmology , First Affiliated Hospital of Suzhou University, Suzhou Jiangsu 215006 , China ;4. Department of Ophthalmology, Eye & Ent Hospital
of Fudan University , Shanghai 200031, China)

Abstract: Objective To investigate the role and possible molecular mechanism of circ LncRNA PVT1 in regulating human lens epithe-
lial cells (LECs) fibrosis. Methods The fresh lens anterior capsule specimens were collected, including eyes from 9 patients underwent
anterior subcapsular cataract surgery and 9 healthy post-mortem eyes. SRA01/04 cells were cultured in vitro and divided into the blank
group , the TGFB2 group,the si-control group,the si-PVT1 group,the si-PVT1 + miR-NC group, and the si-PVT1 + miR-124-inhibitor group.
Except the blank group, the other groups were treated with 5 ng + mL"' TGFB2 for 48 hours after transfection with the corresponding
sequences. RNA was extracted from tissues or cells and analyzed by microarray analysis. The real-time fluorescence quantitative RT-PCR was
used to detect the expressions of LncRNA PVT1 and miR-124 in tissues or cells,the targeting relationships between LncRNA PVT1 ,miR-124
and Jagged-1 were analyzed by double-luciferase reporter system and RNA binding protein immunoprecipitation ( RIP) method, the expres-
sions of Jagged-1, Notch-1, Notch-2, Notch-3, Snail, Slug, fibronectin ( FN) , collagen type IV (Col IV ), and alpha-smooth muscle actin
(a-SMA) of cells in each groups were detected by Western blot. Results LncRNA PVTI was up-regulated in the anterior capsule of ASC
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eyes or in the SRA01/04 cells of TGFB2 group, and the expression level of miR-124 decreased (P <0.05),and the expression levels of
LncRNA PVT1 and miR-124 were negatively correlated (P <0.05). The expression of FN,a-SMA,Col IV ,Snail and Slug proteins were up-
regulated in the TGFB2 group and the si-control group compared with those in the blank group,but the expressions of these proteins in the
si-PVT1 group and the si-PVT1 + miR-NC group were lower than those in the TGFB2 group and the si-control group,however,the si-PVT1 +
miR-124-inhibitor group could reverse the down-regulation effect of si-PVTI on the expressions of the above proteins (P <0.05). The
double-luciferase reporter system and RIP method showed that LncRNA PVTI1 negatively regulated miR-124 expression by “sponge adsorp-
tion”. The expressions of Jagged-1,Notch-1,Notch-2 and Notch-3 proteins in the TGFB2 group were significantly higher than those in the
blank group,the expressions of Jagged-1,Notch-1,Notch-2 and Notch-3 in the si-PVT1 group were lower than those in the TGFB2 group and
the si-control group, at the same time, the si-PVT1 + miR-124-inhibitor group could reverse the down-regulation effect of si-PVT1 on the
expressions of the above proteins (P <0.05). Conclusion TGFB2 induces epithelial-mesenchymal transformation in LECs through a

LncRNA PVTI dependent mechanism and the mechanism may be that LncRNA PVT1 negatively regulates the expression of miR-124 through

“sponge adsorption” , thereby inducing the activation of the downstream Jagged-1/Notch signaling pathway.

Keywords: LncRNA PVTI ;miR-124; Jagged-1/Notch pathway ; human lens epithelial cells;lens fibrosis

YL IE— S P 2 a8 BB , H T2 S A8 B A
Shiis BLPE | B2—IA) 78 R 5% 4k ( epithelial-mesenchymal
transformation , EMT) SRR AR 2 AR, AN
N 4 N & (anterior subcapsular cataract, ASC) Fl 5 5 i
VRt ( posterior caular opacification, PCO) , 24 17 & A%
3 LD IR 2 LA = L 5 R A B 4 i
(lens epithelial cells, LECs) EMT 4 3¢, # 44 K K +-B
(transforming growth factor-beta, TGF-B) 15 5 i) LEC-
SEMT DA Ay S R4 A ot R A 21 4 1 5 A S B 1 A
BORAR X AT R AH S 58 S A4 T Ty {68 ) S 5 A5
A PR AR AE , A 2 9F 4i B RNA (non-coding RNA,
ncRNA) 7EJ 15 EMT 3 B op & OCHERR 7 0 WA
BRI M 4%, 41 LncRNAs/miRNAs/mRNAs , 4
BT T ff AR A i i SR AL . ASBSE S5 & ASC
SEE B b DR AT 1 I S A 2 B O ok 2 S
FikE ML ) LneRNA PVTI, #£5% H4F LECs 21 4i 1k
T PN Bt e v i P T B AR 43 1 BILTRI , LASBTRIE S
%} LncRNA PVT1/miR-124/Jagged-1/Notch i % 1) 24
Y0 [ FE TR AR YT ASC  PCO s HAth % B £F 4k 1k )y
TET PR A Lo

1 5%

1.1 #H

LT wRbsARE IR T 18 BRI # (4F
Iy 40 ~58 %, Ik 15 B, Lotk 3 ) A B ek AR IR A
A 9 filk A AN EE TR B (ASC B3, iRk
TRME LOCST /32K 4 ~ 6 2, HEBRIE IR A #8125 1 8
) AR H I SRR RS , P B B A e 2T
HEALLLZURR Y5 53 9 1 1E 15 W] IR AR L 20K B Al B
NAERIFE)E IR IR (2L )5 8 h A ARTT, HEBR IR A

3, LOCS 72 1 ~2 ) , 5% 1 B0 2 S 0 it AR AR o 3
DXCUITF i R A I B8 158, BB IR A | B 21 2 4 AR
R b B R RS T 5 R TR0 1% iR A M3 AR
1% 4F 2 % 2 JE R 100 1U - mL™" F 5 E M
100 pg-mL ™ #E&ZE M DMEM 1533 rp 5555 1 R )
TR b o AWFFER 5t BRI R 3 M BRI = B
PEAE AR B b 25 4L v (2020021 ) , T A7 SE 36 S REA R
BTG O RFIEE F) o

L1200 4iff F222 50 AR B 4i i
Pk SRA0L/04 ([ B= 22 Bk 27 B [ 9 BT 5 F Py 0 B2
Bi) o TGFB2 5t Notch 2 RS 30 ] 77 ] L y-4>
W5 Tt 410 ) 7] IX ( y-Secretase Inhibitor X, GSI-IX ) |
TGF-B/Smad #JI |7 SB431542 ( 3¢ [# Sigma-Aldrich 7%
F]) ; miRNeasy Mini i /| & (78 B Qiagen 23 ] ).
GenePORTER #% 4t i 5] ( & Genlantis 7Y & ) ;
pcDNA3. 1 %7 ( 35 [ Invitrogen 2 5] ) ; SYBR Premix
Ex Taq [GRF £ .PrimeScript RT Master Mix 774 .SYBR
PrimeScript RT-PCR &7 & ( H A< TaKaRa /A #]) , #14%
Pk . 21 475 1 (fibronectin, FN) | IV AU iS5 45 19 ( colla-
gen type IV, Col IV) E5ZEMIHE H E(E-cadherin) 5%k
[ff7E 9 N( N-cadherin) \JJ131%E 4 o (alpha-smooth mus-
cle actin, a-SMA) | Jagged-1 . Notch-1 , Notch-2 , Notch-3 |
Snail | Slug ( 3 [E Cell Signaling Technology 7 @),
EZ-Magna RIP RNA 45 & 8 H 52 TTE 10 & (3£
Millipore A F]) o

1.3 FZUE ND-1000 £:4h53 50 B it (35
NanoDrop Technologies 23 ] ) ; LSM510 5% 49 H 1 3
£5 10 IMUBE ({8 [ ZEISS /3 7] ) 5 LightCycler 48011 52 i
PCR % (i1 Roche 23H]) .

1.2 F&

1.2.1 4y K # SRAOL/04 2 it 1555
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T DMEM 5% 435 57 5 (5 IR R340 1% i 4 103 L 14
BUN B 1% JE 75 R HE R 100 1U - mL ™" 75 8 R M
100 pg-mL~"#E % K ) o T HF5 T 8 LncRNA-
PVT1 KA X EMT J T iiff 38 % 1Y 5% W, K SRA01/04
YA 23 12 TGFR2 41 . si-control 4] ,si-PVTI 4 |
si-PVT1 + miR-NC 4 . si-PVT1 + miR-124-inhibitor £,
23 AL AN AVEAT A Ak AL 38, TGFR2 41 5 ng-mL™'
TGFR2 /§ ] 48 h, si-control 4 ,si-PVT1 4] si-PVTI +
miR-NC 4 . si-PVT1 + miR-124-inhibitor 41 43 %I %% 4t
PVTL /N3 F T4t RNA (siRNAs ) 19 B P4 X5 8T 971
si-PVT1-1/5i-PVT1-2 si-PVTI] + miR-124 inhibitor [
Yf B8 %1 8%, miR-124 inhibitor J£ %1 5, ] 5 ng-mL ™'
TGFR2 {EJf] 48 h, & T#F5% TGFR2 X} LncRNA PVTI
FIK W, B SRAOL/04 2 it 43y 25 [ 41 . TGFR2
4. GSI-IX + TGFR2 41 fl SB431542 + TGFR2 41,
GSI-IX + TGFR2 41 1 SB431542 + TGFR2 41 4y Bl #E
TGFR2 {EFIHT 60 min fIA GSI-IX (10 pmol + L™") 5§,
SB431542(10 wmol « L"),

1.2.2 T 90 i i TRIzol i3 #1 miRNeasy
Mini 7] G PR HUZH 2l 40 Jifl & RNA (4 3 {3 RNA &
H 1 FEAR) o RSN BRI RNA A
) o g R 3 S RS FEL VK A RNA e, i
Agilent Array V- #4710 51 43T, 43 501 LA Ak B HR il
ASC R, TGFR2 41 Fl oKk & TGFR2 4b F iy =5 1 4
SRA01/04 #fifd LncRNAs 2257335 Hir. M B RNA
H LBk tRNA J5 #2460 mRNA SR J5 % I BEALS | 0753
BEREAS, IF 0T 2 B SRAA B e S Ot cRNA
Fibric i) cRNAs 5 Arraystar A LncRNA #4431 v3. 0
A58 FIH Agilent G2505C FH {44 FRFIE $2 HUEK
PEVIL0. 1.1 X R AW MRS EUR 54T 2087, Gene-
Spring GX v11.5. 1 B 3 B 4 B4 6 A7 AR 15 5
2Oy MR AL AL B

1.2.3  SE9ta i PCR JEREMIER RSE FIH
TRIzol {7 $2H SRA01/04 4 ik RNA, {i i} DNase |
Mg ER 4L 41 DNA, A ¢DNA, -7 ABI Prism7000
PIFGAL L AT SE0) PCR Vo JEER 554 :50 C
2 min;95 °C 5 min;ZRJSGAE 95 C 10 s ;160 C 45 s |
HEAT 40 IRIEH . >k RNU6B F1 GAPDH {E N,
1.2.4 Western blot 3£ & 1 ik A 100 pL
ST H U M 1, 25 12 % 38 TR I g 6 MG P DK
ST A L B B R A R AR IR . R AR
5% 19 M Ag A 5t P A0 B, OF 5K TR A — 4t
(Jagged-1 | Notch-1 | Notch-2 |, Notch-3 , Snail , Slug, FN |

Col IV ,E-cadherin . N-cadherin ,a-SMA) 7E 4 C NI H
o RIGTEE R T 5 AR A P RS I ) — 0o
H 1 h,
1.2.5 WHGOCRMM A S F - A A )
iR 5 T. B Pictar ( http://pictar. mdc-berlin. de/) FI
TargetScan 4. 2 (http://www. targetscan. org/vert_42/)
ok F4% LncRNA PVT1 il miR-124 /e $E 3L N,
PCR 247 1 &6 0 miR-124 255057 s SO I R A8 007
151 Jagged-1 1 LncRNA PVTI [ 3° -UTR J¥91, 4%
4t % pMIR-RB-REPORT ¢ 't K g 4 fih X . 7 5% YL Hif
24 h 5545 293T 20 R0 T 96 LAk, Y H A Lipo-
fectamine 2000 %% Y 1K 100 ng - mL ™" i TRz Al
50 nmol - L ™' 1) miR-124 mimics 3% %} B8 )7 5] dh i e 5
293T 41, FHXUSE R MEAGHIN 22 GEAGril e S 2R MR 14 o
1.2.6 RNA %546 A EILT3E (RNA binding protein
immunoprecipitation , RIP ) 43 #7 240% 1 x 10" > 4f
Jf, 45 100 L 2020 IR 59 5 & A T Ago2 S5 51k
BRIY RIP 2o 3L 5 . AR A K 92 vl i T AL A
AP B S EDUHE RNA,
1.3 &itsxsk

K SPSS 21. 0 B4 #EAT Bcds o0 e, 1 TR
BB« bRl 22 (x =) o, 2 AR L SR ST FEA ¢
K3, Z2 4 18] e BRI S  3R J7 22 0 W Fl Tukey F2)5
Z K K ; LncRNA PVT1 , miR-124 3% 15 K R H
Spearman BAHKZE T3 P <0.05 N2 7 HA LT

2 HR

2.1 %4354 LncRNAs £ F % ik i

FIFN LncRNA $5 85 51 43 H7, #4161 I 7 f e R
ASC MR AT 2ERELH 27 7E 628 22 7 263K 1) LneRNAs
(ZAEARAE8 =2.0,P <0.05) , H:1 287 4~ LncRNAs 32
ik 17,341 4~ LncRNAs #35 Fi, Hidp PVTL |5
W (&l 1a) . A, 7E LECs FEAH, 25 12 [ TGFR2 4
FAE 371 22 528 1Y LneRNAs (L f5%0=2. 0,
P<0.05), 2 171 4 LncRNAs ik | i, 200 4
LncRNAs335 T i, PVTL & b B 8 (R AL 1Y
ILncRNAs 22— (& 1b) .
2.2 B KEF PCR kAN AT E AL Fe i i F

LncRNA PVTI .miR-124 mRNA % ik K -F

ASC HR 1 iy 48 B 241 1R TGFB2 41 SAR01/04 4
JfiH LncRNA PVTI mRNA 353k 7K -4 it e R 5, 25 1
AT (P <0.05) , [a] B miR-124 mRNA 22k 7K
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FPEMR(P <0.05) o 28 Spearman FRAHE RS HT, 1E
ASC. IR B 42 I 4 21 5 TGFB2 4 SRAO1/04 4 Jifd h
LncRNA PVT1 5 miR-124 323k /K F 34 5 1 A0 06 1
(P<0.05), gLk, %A 1 ng-mL™" 2 ng-mL™" |
5 ng-mL "' TGFB2 fF F T 40 il 48 h, LncRNA PVTI
mRNA F3k /K% # TH % (P <0.05) ;] 5 ng-mL™'
TGFR2 4y HIfE Fl F 40 I8 12 h.24 h 48 h, LncRNA
PVTI mRNA ik K- IR 2 8 F+ & (P <0.05) , i B
TGFB2 w] i} # 1% 5 SRA01/04 4fiffi LncRNA PVTI i
Fik , H AR R (B, LI 2,
2.3 Western blot ;&4 SRA01/04 4m fig, EMT #7425
ZF &3
523 FZHA L, TGFR2 40 | Rz /pAkbrili¥ E-cadherin

= BV N I 1 B 1 W 79t 7/ A - = o
i (P <0.05), #K W45 7l %% 44 si-PVT1-1 Al
si-PVT1-2 J5 , E-cadherin % [ 5% ik 5 T TGFBR2 2 fl
si-control 4, [A] By FN 5 [ & A X T TGFR2 41 F
si-control ZH, Ju H DL si-PVTI-2 #4H 28 4k & W &
(P<0.05), WKl 3a, Bk gy si-PVT12 i Tio 4L
SUh . AN, 5 F4LAH HE, TGFR2 4l si-control £
) 75 S5 40 BT 54 FN .a-SMA ,Col TV Snail . Slug & [
253K FR LM si-PVTL 20 F1 si-PVTL + miR-NC 44 | iR
E B8 T TGFR2 41 F0 si-control 4, {H si-PVT1 +
miR-124-inhibitor 2 AJ i §% si-PVT1 X} | ik F K5
T IAER (P <0.05) , ILEl 3b,

a: IR A ASCIR 2 FHAXWRESHABE K LA ;b ® @44 TGFR2 41 SAR01/04 M 2 F A X AR E oM A B F=

Koh B

1 LncRNA B EHE 5
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a: #T E ML LnecRNA PVT1 mRNA Rk £ % (n=9);b: 37 £ 28 4% miR-124 mRNA &k £ F (n=9) ;¢:SRA1/04 #8 e F LncRNA
PVT1 mRNA %k £ 5% (n=8) ;d:SRAL/04 %m ¥ miR-124 mRNA £k £ % (n =8) ;e: 5 %2142 LncRNA PVTI mRNA #= miR-124
mRNA & ik 49 % % ;1:SRA1/04 28 # LncRNA PVT1 mRNA #= miR-124 mRNA & ik 64 % % ;g: R Bl 3R JE TGFBR2 4k A F SRA1/04 Zm i
48 h;h; R E B 1A 5 ng - mL~' TGFR2 4§ ) F SRAL/04 faf.  * ;P <0.05

E2 SEAfRXEE PCRZWRNETFEEHELFIZAE S LocRNA PVTL miR-124 FRiXKFE

a:FN E-cadherin % & % ik ;b:FN a-SMA Col IV .Snal \Slug & & & ik = .5 = g4k, P <0.05;#. 5 TGFBE2 a4g5t,P <0.05;
A ;5 si-control ZH48M P <0.05; A : %5 si-PVTI 284836, P <0.05;[]: 5 si-PVT1 + miR-NC 2848t , P <0. 05
3 Western blot %4 SRA01/04 g EMT HHX T Q&L
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2.4 RRAFBIREAFBIE LncRNA PVTL,
miR-124  Jagged-1 Z 4] &9 3264 A
5y miR-NC #H kb, # 4% miR-124 mimics BE
FH AR PVTL Jagged-1 BFAE R (A7 1755 2) BY5E0
RBHEME(P <0.05) , W& 4,

a:LncRNA PVT1 5 miR-124 $e & 254-% % ;b:Jaggedl 5 miR-124 ¥e @25 &% &

2.5 RIP & 4# LncRNA PVTI 4= miR-124 843835 % 4

£EHIES TneRNA PVTI I miR-124 #345 Se ik a5
BT Ago2 FLiRHIEE AP (P <0.05), WLE 5, % W]
PVTI 38 3 “ 45 W% FfF” miR-124 , #7151 984 miR-124 {1y
Fiko

% : 5 miR-NC 483, P <0.05

4 WRARBHREERIE

* 55 IgG Ag¥t, P <0.05
B S RIPESHT

2.6  Western blot 3% # M SRA01/04 #m ¢, Jagged-1/
Notch i@ %48 % & & & ik
525 1 4 M kb, TGFR2 #4H Jagged-1, Notch-1 |
Notch-2 Notch-3 H Fi5 8 #F ¥, i GSI-IX +
TGFB2 2H . SB431542 + TGFR2 #H Jagged-1. Notch-1,
Notch-2 . Notch-3 #H H #* 5 W ik F TGFR2 4

(P<0.05),WLI& 6a, Ak, [FIFEAE TGFR2 fEHI T,
si-PVT14H Jagged-1 . Notch-1 | Notch-2 , Notch-3 Z& [ 3
KN T TGFR2 ZH A1 si-control £, [A] B} si-PVT1 +
miR-124-inhibitor 21 7] 3% % si-PVT1 Xf I ik 25 (1335
T IAER (P <0.05) , L 6b,
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a: TGFB2 2} Jagged-1,Notch-1 Notch-2 Notch-3 & & % i& 44 % % ;b: LncRNA PVTI 3} Jagged-1,Notch-1,Notch-2 Notch-3 %& & % ik #4
o x5 E ML, P<0.05;#. 5 TGFR2 A48k ,P <0.05; A : 5 si-control 048k, P <0.05; A : 5 si-PVT1 42485t ,P <0.05;

O:%5 si-PVT1 + miR-NC 28486, P <0.05

& 6 Western blot %4l SRA01/04 £f At Jagged-1/Notch &KX EARIE

3 Atig

AW E S Kk T , % B LncRNA PVTI
TE ACS Hif %41 215 TGFR2 153 19 LECs Wl g3k
ik B #E—2P A SIS UESE , TGFR2 A5 LECs
H b B AR W) E-cadherin £ [R5 T 4, [a] i 1]
FERAMIAR Y FN 2 20k B, BB TCFR2 nl fe
it LECs [n] [8] 78 Ji 40 i 22 B 5L Ak, A LR o3 B 52 50
1, TGFR2 %5 SRAO1/04 #Jiil LncRNA PVTI 135
TR IR 5 R g S T S (R A 1% 3 R 5 T
PVT1 n] {7 4 85 miR-124, 3 i 5 2 Jagged-1/Notch
o S . L, FATIA N PVTL/miR-124/ Jag-
ged-1/Notch 7] & TGFB2 155 LECs &4 EMT ¥
LS FHLHIZ—

LncRNA 2 g i 5% s AR, AR Bk = 2 1 Jo i Y
A7, (EL 7 8 Y 5 DR 26 3k J TR % O A T
LECs %t EMT J& 33 ASC 5 PCO 4544 % 1 N B
AT ELIFIN T TGFR2 Bk R — AR
AWFFEGR R, TCFR2 L] AR 14 1 1] 44K i 1
975 i 5 SRAOL/04 4iljfd LncRNA PVTI 23k Fil,
X — U TE ASCHR A i 38 I 2H 23 b o 45 3 0k 5, U ]
LncRNA PVT1 &5 7T ASC #9545 13 72, Western blot

2R R, TGFR2 wI il I K 7 fb A 4 E-cadherin
ik, R i ) S B A AR A W FN K 4 R
byE, H TGFR2 %S LECs %& 4= EMT K {F ] % %
LncRNA PVT1 L GRE R, 8 PVT1 3L 36 3k
J& , miR-124 FERAHMN _EIE 0 TGFB2 %t LECs # EMT
PRAEMIFE IR IR k3. PR, RTINS TGFR2
Wit PVTL ARHENLAIE S LECs %71 EMT,
TE4FALHI 51, LncRNAs 3 33 5 miRNAs A 5 AE
FHL, 7T miRNA USSR R, R HAE SR kA
KB BAE . BF5E s, PVTL fiE 5 miR-214""
miR-26b""" SEAH H AV, T4 45 40 i F i TGFBL 15
S R R AN G R AT R . AW
RS PR S 36 ) e PR VE SEIRAIESE , PVTI 7] 5@
T 0 Bf miR-124 1520 miR-124 1 jiE 38 % Jaggedl/
Notch Bl f34T% . miR-124 J& F g #0127, BF 58 2
R HAERERE ) B ST Al A AT L
A EMT #E7% . Be4h, miR-124 0] DU i 45 STAT3
USR5 £5k 40 98 4 M B3 P AR Y L AR BESE
B, ASC IR ATHEMELE ST miR-124 3K T W, R H:
5T 8Lk E AR R, 9 B miR-124 7£ TGFE2
FHSH LECs-EMT HE 5 FEAE ., HATC KM L
miR-124 #5274 Ab A 56, f % Col 110 44520
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UERK K7 Smadd! " &, fEABEIE R, AT

THCH — A 3E P Jagged-1, miR-124 7] {45 55

Jagged-11#%) 3"-UTR AHELAE T, AT G2 1] 3415 Jagged-1 1

ZEik, M Ah, miR-124 3 7] §2 0 Notch-1, Notch-2 Al

Notch-3 &2 R ik, 3% Wk % miR-124 R T 42 40 1]

Jagged-1 {55118 5, ik Al 40 K I Notch &2 (A f) 3%

5, EMTNE LECs 2R 4Efb i fE . Notch {5 S 7RG &

B MRS R A R AR A AL R SRR
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